
In the Claims: 

Please cancel claim 20, amend claims 1-6 and 14, 16, 17-19, 21, 23, and 28 and add 
claims 29-30, as follows. All pending claims, whether or not amended, are presented below 
for the Examiner's convenience and will replace all prior versions, and listings, of claims in 
the application: 



1. 



2. 




14. 




16. 



(Currently amended) An isolated compositiony6omprising: 

a) a first single stranded nucleic acid; 

b) a second single stranded nucleic acid, wl^rein said first and second nucleic acids 
are complementary to each other; and 

c) at least one recombinant Rad52 proteki from a higher eukaryote. 

(Currently amended) A composition/according to claim 1, 29, or 30 wherein said first 
and second nucleic acids are perfecpy complementary to each other. 

(Currently amended) A composjiion according to claim 1, 2, 5 or 23 29 or 30 wherein 
said Rad52 protein is labeled. 

(Currently amended) A composition according to claim 1, 29, or 30 wherein said 
Rad52 is a human Rad 52/protein. 

(Currently amended) X composition according to claim 1, 29, or 30 wherein said first 
and second nucleic apids are minimally complementary to each other. 

(Currently amended) A composition according to claim 1, 29, or 30 wherein at least 
one of said firsmnd second nucleic acids are labeled. 

(Currently amended) A method of greening for a bioactive agent involved in nucleic 
acid binding comprising: 

a) contacting: 

i) a candidate bioactiy6 agent; 

ii) a first single stranded nucleic acid; and 

iii) isolated Rad52 protein from a higher eukaryote; and 

b) screening for determining said binding of said candidate agent and said Rad52 to 
said first nucleic acfd. 



(Currently amended) A method of scr9ening for a bioactive agent involved in nucleic 
acid binding comprising: 
a) adding: 

i) a candidate bioactive agi^nt; 

ii) a first single stranded^ucleic acid; and 

iii) isolated Rad52 protein from a higher eukaryote to form a mixture; and 
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b) screening said mixture for altered biological nucl e ic aciy binding activity, when 
compared to the nucl e ic acid binding biological activity 91 said composition in the 
absence of said candidate agent. 

1 7. (Currently amended) The method according to clairr/l 4, 1 6, 1 8, or 1 9 , or 20 wherein 
said first nucleic acid and said isolated Rad52 are ^mplexed prior to the addition of 
said candidate agent. 

18. (Currently amended) A method of screening ^r a bioactive agent involved in nucleic 
acid annealing comprising: 

a) adding: 

i) a candidate bioactive agent; 

ii) a first single stranded nucleic4cid; and 

iii) isolated Rad52 protein fi"om a higher eukaryote to form a mixture; and 

b) screening said mixture for altered/ nucleic acid annealing bioloRical activity, when 
compared to the nucleic acid anne^ng biological activity of said composition in the 
absence of said candidate agent. 

19. (Currently amended) A metho/of screening for a bioactive agent involved in strand 
exchange comprising: 

a) adding: 

i) a candidate bioao(ive agent; 

ii) a first single stranded nucleic acid; and 

iii) isolated Rad/2 protein from a higher eukaryote to form a mixture; and 

b) screening said mixmre for altered strand exchange biological activity, when 
compared to the straiui exchange biological activity of said composition in the 
absence of said caryaidate agent. 

20. (Cancelled) A method of screeiyng for a bioactive agent involved in homology 
scanning comprising: 

a) adding: , ^ 

i) a candidate bioactive age^ 

ii) a first single stomided nucleic acid; and 

iii) isolated Rad52 protein from a higher eukaryote to form a mixture; and 

b) screening said mixture for altered homology scanning activity, when compared to 
the homology scanping activity of said composition in the absence of said candidate 
agent. 

21. (Currently amended) The m^fhod according to claim 14, 16, 18, or 19 , or 20 wherein 
said Rad52 protein is marmnalian Rad52 protein. 

22. (Previously amended) Th€^ethod according to claim 21 wherein said Rad52 protein 
is human Rad52 proj^fin. 

23. (Currently amended) A composijiion according to claim 1, 29, or 30 wherein said first 
and second nucleic acids are substantially complementary to each other. 

24. (Previously amended) A compositionr according to claim 1 fiirther comprising RadSl. 
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25. (Previously, amended) A compd^on according to claim 1 further comprising RPA. 

26. (Previously amended) A^mposition according to claim 1 wherein said Rad52 
protein is at least 90% homologous to about amino acid 36 to about amino acid 185 of 
human Rad52 protein./ 

y 

28. (Currently amended) The enethod accordmg to claim 14, 16, 18, or 19 , or 20 wherein 
said Rad52 protein is lab^ed. ✓ 

29. (New) A composition comprising: 

a) a first single stranded nucffeic acid; 

b) a second single stranded nucleic acid, wherein said first and second nucleic acids 
are complementary to ea€h other; 

c) at least one recombinant Rad52 protein from a higher eukaryote; and 

d) further comprising^at least one Rad5 1 protein from a higher eukaryote. 



30. (New) A composition comprising: 

a) a first single^tranded nucleic acid; 

b) a second single stranded nucleic acid, wherein said first and second nucleic acids 
are complemfentary to each other; 

c) at least one recombinant Rad52 protein from a higher eukaryote; and 

d) further comprising RPA. 
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